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LOCUS D85186 1585 bp mRNA PLN 06-FEB-1999 

DEFINITION Gentiana triflora mRNA for UDP-glucose : f lavonoid-3 -glucosyltransf er 

ase, complete cds . 
ACCESSION 1)8 5 186 
VERSION D85186.1 GI: 1620012 

KEYWORDS UDP-glucose : f lavonoid-3 -glucosyltransf erase . 
SOURCE Gentiana triflora Bud, unopened petal cDNA to mRNA. 

ORGANISM Gentiana triflora 

Eukaryota ; Viridiplantae ; S t reptophyta ; Embryophyta ; Tracheophy ta / 
Spermatophyta; Magnoliophyta; eudicotyledons / core eudicots; 
Asteridae; euasterids I; Gentianales ; Gentianaceae; Gentiana. 
REFERENCE 1 (bases 1 to 1585) 
AUTHORS Tanaka, Y. 
TITLE Direct Submission 

JOURNAL Submitted (10-MAY- 1996) Yoshikazu Tanaka, SuntoryLtd.; 1-1-1, 
Wakayama-dai , Shimamoto, Osaka 618, Japan 

(E-mail : src08807@nisiq . net , Tel: 075-962-8807, Fax: 075-962-8262) 
REFERENCE 2 (sites) 
AUTHORS Tanaka , Y . 
JOURNAL Unpublished 
REFERENCE 3 (sites) 

AUTHORS Tanaka, Y. , Yonekura,K., Fukuchi -Mizutani , M . , Fukui,Y., Fuj iwara , H . , 

Ashikari,T. and Kusumi,T. 
TITLE Molecular and biochemical characterization of three anthocyanin 

synthetic enzymes from Gentiana triflora 
JOURNAL Plant Cell Physiol. 37 (5), 711-716 (1996) 
MEDLINE 96416435 
FEATURES Location/Qualifiers 
source 1. . 1585 

/organism= "Gentiana triflora" 
/ db_xr e f = » t axon : 5 5 1 9 0 " 
/tissue_type= "petal" 
/dev_stage="Bud, unopened" 
CDS 43.. 1404 

/codon_start=l 

/product= "UDP-glucose : f lavonoid-3 -glucosyltransf erase" 
/protein_id= " BAA12737 . 1 " 
/db_xref ="GI : 1620013" 

/ 1 r ans 1 a t ion= " MS PVSHVAVLAFPFGTHAAPLLTLVNRLAAS APD 1 1 FS FFSTSS 
S I TT I FS PTNLI S IGSNI KP YAVWDGS PEGFVFSGNPREP I E YFLNAAPDNFDKAMKK 
AVEDTGVNISCLLTDAFLWFAADFSEKIGVPWIPVWTAASCSLCLHVYTDEIRSRFAE 
FDIAEKAEKTIDFIPGLSAISFSDLPEELIMEDSQSIFALTLHNMGLKLHKATAVAVN 
SFEEIDPIITNHLRSTNQLNILNIGPLQTLSSSIPPEDNECLKWLQTQKESSWYLSF 
GTVINPPPNEMAALASTLESRKIPFLWSLRDEARKHLPENFIDRTSTFGKIVSWAPQL 
HVLENPAIGVFVTHCGWNSTLES I FCRVPVIGRPFFGDQKVNARMVEDVWKIGVGVKG 
GVFTEDETTRVLELVLFSDKGKEMRQNVGRLKEKAKDAVKANGSSTRNFESLLAAFNK 
LDS" 

BASE COUNT 436 a 338 c 330 g 481 t 

ORIGIN 

1 tacggccagc ttgcattctt cgtcatcata tatcataaaa ctatgtcacc cgtatcccat 
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61 gttgcagtgc ttgcatttcc gtttggcaca cacgctgctc ctcttctcac tcttgtaaac 
121 agactcgccg cctccgcccc tgacattatt ttctcctttt tcagcacatc ctcctccatc 
181 accaccatct tttcacccac caatttaatc tccataggct cgaacattaa gccgtacgcc 
241 gtgtgggatg gctcgccgga gggatttgtt ttttcgggaa atcctcgtga gccaatcgaa 
3 01 tattttctca atgctgcacc ggataatttt gacaaagcta tgaagaaggc ggtggaggat 
361 actggtgtta atattagctg ccttttgacg gatgcttttc tgtggtttgc tgctgatttt 
421 tctgagaaaa ttggggttcc atggattcct gtatggacgg ctgcttcttg ttctctgtgt 
481 ctccatgttt acacagatga gattaggagc agatttgctg aatttgatat tgcagagaaa 
541 gcagaaaaaa caatagactt cattcctggt ttatcagcga tttcattcag tgacttgcct 
601 gaagaactca tcatggaaga ttcccaatca atatttgctc taacccttca caacatgggc 
661 ttgaaactcc acaaagcaac tgccgttgct gttaactcct tcgaagaaat cgatccaatc 
721 atcacaaacc acctcagatc cactaatcag ctaaacatcc tcaacattgg ccctttacag 
781 accctctcat cttcaatccc accagaagac aacgaatgcc tcaaatggct tcaaactcaa 
841 aaggaatcat cagttgttta cttgagtttt ggaactgtaa tcaatccccc acctaatgaa 
901 atggccgcac tcgcgtcaac actcgaatca agaaagatcc catttctttg gtctttgaga 
961 gacgaagcaa ggaagcattt gcccgagaat ttcattgatc gaacaagcac gtttggcaag 
1021 attgtttctt gggcacccca gttgcatgtt ctagaaaacc ccgctatagg agtttttgta 
1081 acacattgtg gatggaattc taccttggag agtatctttt gccgggtacc ggtgatcggt 
1141 cggccgtttt tcggtgatca gaaagtgaat gctaggatgg ttgaagatgt ttggaaaatt 
1201 ggggttgggg tgaaaggtgg agtattcact gaagatgaaa caactcgtgt cttggagctg 
1261 gttttgttta gtgacaaagg taaagaaatg agacaaaatg ttggaaggct taaagagaaa 
1321 gctaaggatg ctgtaaaagc aaatgggagc tcaactagga attttgagtc tctattagca 
1381 gcttttaaca agcttgatag ttagttaata ctagcaatgt aatagtacgt tatacagcaa 
1441 ctttatggta cttagttacc gaccgttata gctgaatgtc agttggtatt tttatgttgt 
1501 acagtctccg tctcataaaa agtgtccttt tttatggtgc acacagatta agaaaaaata 
1561 attaatgtgt tgtattttaa atgct 
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